I want to thank the authors for their responses to my previous comments and for the revisions. I appreciate the effort put into improving the introduction, and I'm glad to see the additional measures aimed at reducing the risk of bias. I have some minor comments that I hope will be of help, listed in no particular order:
· On page 2 the authors have added a new paragraph that I think has improved the introduction of this paper but has somewhat disrupted the flow. My comment refers to the part where they write “However, the motivation to comply with infection control measures may only partly be driven by people’s self-interest in safeguarding their own health and partly driven by the desire to help or protect others (Aydinli et al., 2014) […]” The second sentence doesn’t flow from the preceding sentence, where the authors emphasize that previous work has been cross-sectional. The paragraph where they do elaborate on this point now comes after the new paragraph. You could either move this sentence to show up later in the text or mention the point about studies being cross-sectional after the new paragraph, where you go into this point in more detail. 
· Regarding a Results section based on simulated data, as per my comment in the previous round: The authors responded that per the PCI RR guidelines, the Stage 1 manuscript should not include a Results section based on simulated data. But I couldn’t find this in the guidelines, and I have seen other PCI RR Stage 1 manuscripts do this. Maybe I missed something or perhaps the guidelines have changed, but I don’t think it’s correct that Stage 1 manuscripts are not supposed to include this. I’m not suggesting that the authors do this for this manuscript, but this is just a general comment for future studies—I find it very helpful, not only as a reviewer but also as an author (I always end up finding new issues that I would have missed otherwise). 
· Very minor comment, but R syntax seems to be missing some tiny details (or maybe I missed them): 
· I have no experience with multiverse analysis but my impression is that while the code specifies different combinations for the perceived risk variable, there’s no code that actually executes the multiverse analysis(?).
· The authors write “We will compare the results of the complete case sample with different ways of handling missing data (both listwise deletion and pairwise deletion).” The R script does not seem to include code for handling missing data.
· Related to the previous point: Would it be a good idea to specify how you will compare the results (i.e., complete cases model vs missing data models)? For instance, I imagine you’d compare the results based on p-values and coefficients but most likely p-values won’t change by much given the large sample size(?) So will you then focus on the size of the coefficients instead? What will count as “different”? For instance, if a coefficient is 0.03 in one model but then 0.04 in another model, does that count as similar or different? Will you test whether coefficients are statistically different?
· You have removed factor analysis from the Method section but not from Table 3.
· I took a quick look at Orth et al (2022) and they seem to define 0.03 (for both CLPM and RI-CLPM) as a small effect(?). See the last paragraph in section “Effect Size Conventions Suggested by the Present Research”. If my understanding is correct, then please revise.
· Are you planning to use unstandardized or standardized coefficients? Please specify. This choice can impact the interpretation of the meaningfulness of associations (an association might seem either smaller or larger than the smallest effect size of interest depending on whether it's standardized or not). Also please make sure the R code reflects this choice.

Good luck!
Kind regards,
Lewend Mayiwar
